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Questions

What is primary role of computational biology

The field that uses computional tools to anayze biologicla data is.

Orthology differ from paraalogs in

The first step in x-ray crystallography is

Which one of the following is a sequene alignemnt tool that compares a query sequence to a
database of sequences.

The first step in x-ray crystallography experimetn is.

Which bioinforamtics tools acts like a Google Search for DNA sequences.

Which of the followng is not the area in computationalbiology.

The tool used for sequene salignemnt in bioinformatics

How does strutual homology helps in drug designing.

e/mis a link for.

How did strutural biiology contribute to OVID-19 research.

Which techniuge is used to determine the 3D-struture of proteins.

Answers Choice

A. Using computer algorithms to
analyze data

B. Identifying genetic multations

C. Studying protein functions

D. Analyzing the expression patterns

A. quantum physics

B. Geography

C. Geo Physics

D. Computational biology

A. Orthologs arie from speciation
paralogs from gene duplication

B. Orthoogs arise form gene
duplication and paralogs frm
specieation

C. Orthologs have idential genetic
sequence
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. Protine crystallization

. Production of a diffraction pattern
Creating density map

. Determination of protin struture

FASTA
BLAST
BEMBL
PDB

Compute an electron density
. Build a odel of your molecule
. Mesure a diffraction pattern
Grow a crystal

DOom> DOmr TOm>

Photoshop
BLAST
PDB

Excel

Genomics
Ergonomics

. Proteomics

. Bioinformatics

FASTA
PDB

Gen Bank
Ensembl

> UOowr "UOow» UowR

. By identifying similar protein
structures for targeted drug binding.
B. By idntify homologus genes

C. By providing aninsight into
evolutionary relationships of genes
D. By gene sequencing

A. GenBank
B. EmBL
C. PDP

D. DDBJ

A. By measuring blood sugar level
B. By sequencing the human
genome

C. By determining 3D struture of
spike protein

. By analyzing bacterial cell wall

@)

A. Electron microscopy
B. Mass spectrometry
C. X-ray crystallography
D. spectromery

A

. PDB
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Whcih data base stores 3D strutures of macromolecules.

Sequencing, assembiling and analyzing he function and struture of genomes is studied in.

Whcih field of biology helps in identifying genetic variations associated with diseases.

A genome browser prividing infomation on genome sequenes, gene models and comparatie
genomics for various species is.

The database of nuclelotid sequences and supporting bibliographic annotations is.

If two proteins have strutural homology what can be inferred.

the biologist compare proteins sturtures to unknown genes.

ow
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. Ensembl

GenBank
BLAST

. Bioniformatics

. Ptoteomics
. Strututal biology

. Strutural biology
. social biology

. Biomathematics

. Gen Bank

FASTA

D. BLAST

oOw

B.

. FASTA
. BLAST
. PDB

They have identical DNA

sequences

C.
D.

They share orthologs
Does not give clue about unknown

gene

B.
C.
D.

To study novel proteins
To discover drugs
To make an act



